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[oBeeHre — CIIOXKHBIN (DEHOTHIL, PErYIUPYEMbI Pa3TMYHBIMU CUTHAILHBIMU Ty TSAMH
HeWpoceTe, BKIOYAs CEPOTOHHHOBYIO, OKCHUTOIMHEPTHYECKYI0 M THUIOTATaMO-
runopuzapayro. JIis M3ydeHHs TCHETHMYECKUX W DIHUICHETHYECKHX (HaKTOPOB,
ONpPEAEISIONINX AarpeCCHBHOE TIOBEJCHHE 110 OTHOUIEHHIO K 4YElOBEKYy, OblIia
ucroib3oBana mozens smc Vulpes vulpes. Beumn riry00OKO CEKBEHHPOBAHBI T€HOMBI
arpecCHBHBIX,  JOPYXETIOOHBIX W  HECEJICKTHPOBAHHBIX  JIUCHIl,  BBISABICHBI
OJHOHYKJICOTH/IHBIE MMOJMMOP(PHU3MBI U CTPYKTYPHBIE BapUAHTHI, BCTPEYAIOIIUECS C
pa3HOM YacTOTOM B MCCIEAYEMBIX TpYIIaX, TaKKe OOHAPYKEHbI pa3jIH4us B
PETPOKOIHMSX  HEKOTOPHIX T€HOB. bBBUIM TOJNy4eHbI W HPOAHATM3HPOBAHBI
srmrenetnueckue mpodman  (h3kdme3 wu h3k27ac) ¢ponTampHON KOpHI JIHC,
JEMOHCTPHPYIOIIMX Pa3HOE IMOBEICHWE II0 OTHOIICHHIO K 4YeJIOBEKY. Mexay
arpecCHBHBIMH H JIPYKEIFOOHBIMH KHBOTHBIMU OOHAPYKEHBI 3HAYUMbIC H3MEHCHUS B
YPOBHSIX oboramieHust 1o rucToHoBbIM MeTkam h3k4me3 u h3k27ac reHoB, BXOIAININX B
CHTHaJbHBIE  IyTH  3cTporeHoBoro  perentopa, «ERK — (MAPK/ERK)y,
«HEHPOAKTHBHOTO B3aWMOJCHCTBHUS JIMIAHAa M PELENTOPay, «aKCOHAJIBHOTO TMOMCKA
MyTH» U «CEPOTOHUHEPTUYECKOTO CHHATICAY.
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A complex phenotype, behavior depends on a variety of signaling pathways including
oxytocinergic, serotoninergic, and hypothalamic-pituitary ones. The Vulpes vulpes
model was used to determine the genetic components that influence aggressive behavior
toward humans. SNPs and SVs that distinguished across groups were found in the
genomes of aggressive, tame, and non-selected animals. There were found to be several
genes with retrocopies lacking in one group and present in another. For the first time,
Vulpes vulpes frontal brain epigenetic profiles were acquired, examined, and contrasted
between the groups under study. Significant differences were observed in the levels of
enrichment for histone marks h3k4me3 and h3k27ac of genes participating in the
signaling pathways of the estrogen receptor, "ERK (MAPK/ERK)", "neuroactive
interaction of ligand and receptor", "axonal pathfinding", and "serotonergic" synapse"
between aggressive and tame animals.
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