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Momusayua u yenv. CapmaTbl — KOH(enepauusi BOMHCTBEHHBIX KOYEBBIX IIJIEMEH,
koTopele ¢ IV B. 1o H.3. mo |V B. H.3. 3acensyiv 3amaJHyl0 4acTh CTEMHOTO Mosica
EBpazuu ot Gaccetina JlyHas Ha 3amaje 10 YPaJbCKUX TOp Ha BOCTOKe. biaromaps
AQHTHYHBIM TMCbMEHHBIM HCTOYHHUKAM COBPEMEHHbIE YUEHBIC UMEIOT NIPEICTABICHUE O
KJIFOUEBOM POJIM CapMaTOB B Pa3IMYHBIX ATHOKYJIBTYPHBIX U MOJUTHYECKUX COOBITHAX
3ananHoy yactu EBpasuiickux creneil. [IoMHMMO aHTHYHOMN ITUTEPATyphl, BaXHYIO POJIb
CapMaTOB  IOATBEPXAAIOT  apXEOJIOIMYECKHE MCCICAOBAHMS ~ MHOIOYHCIIEHHBIX
MaMSATHUKOB CapMaTCKOW KyJIbTyphl. 3a noinryto (Oojee cra JeT) HCTOPHIO
WCCJIETIOBAHMS CApMATCKOTO HAceNeHUs ¢ TOUKH 3PEHHs apXEOJOTHH U aHTPOIOJIOTHHU
yaanoch BeIpabOTaTh MEPUOAM3ALMIO HMX KYJIBTYPHI, a TaKKe OXapaKTepu3oBaTh
CapMaToB C TOUKHU 3peHHst pU3ndecKor anTpononorud. OJHaKo, HECMOTPSI Ha BEICOKYIO
CTeNeHb M3yYEeHHOCTH, JO CHX TIOp OCTalOTCS HEPEUIEHHBIMH BOMIPOCHl HX
MIPOMCXOXKJIEHUSI M CBSI3M C HaceJleHHeM JApyrux pernoHoB Espasun. OpgauMm u3
HambOonee S()(OEKTHBHBIX TOAXOMOB I OOBEKTUBHOW PEKOHCTPYKIIMH HCTOPUHU
CapMaTCKOI0 HaceJeHUs SBISIETCS NMPOBEACHUE MajJCOr€HETHYECKOIo HCCISIOBAHUS
OCTaHKOB HOCHUTEJIEH pa3/INYHBIX 3TAIIOB CapMAaTCKOU KylbTyphl. [losydeHne JaHHBIX O
TEHETHYECKOM COCTaBE CAPMATCKUX MOMYJISIUMH, ero (OpMHUpOBAaHUM M IWHAMUKE
Mo3BoJIsieT OoJiee JAeTaJbHO PEKOHCTPYHPOBATh HCTOPHIO 3THX TPYI HaCEJeHHS,
WTPaBUINX BBICOKYIO POJIb B MOJIUTUYECKUX M 3THOKYJIBTYPHBIX IPOIECCAaX HA 3amajie
crenHoro nosica EBpasuu.

Lenp paboTel — HCCIEIOBaHUE TEHETUYECKOM CTPYKTYPbl CaBpOMAaTO-CapMaTCKOTO
Hacenenuss Hmxnero IloBomkbs u Ilpuypanbs 1O JaHHBIM BapHaOEIbHOCTU
mutoxoHapuanbHo JIHK wu  Y-xpomocomMbl H pPEKOHCTPYKLHS MEXaHHU3MOB
(dopmupoBaHus TeHO(OHIA CAPMATCKUX IMOMYJSUUA B KOHTEKCTE MPOUCXOIMBIINX B
9THUX PETHOHAX UCTOPHUUYECKUX M ATHOKYJIBTYPHBIX IPOLIECCOB.

Memoowvl u ancopummer: Dxcrpakuusa ApeBHer [IHK u3 pemnpe3eHTaTHBHBIX cepuid
MAJICOAHTPOIOJIOTHYECKIX 00pa3loB, aHaIN3 HYKICOTHIHOW MOCIEI0BATEILHOCTH
runepsapuadensHoro cermMenTa | u gpuoreHeTHYeCKH 3HaUMMBIX TO3ULUHI B KOJUPYIO-
et vactu MtIHK, dunorenernyeckuii u pusoreorpaduueckuii aHains, onpeeiieHue
MOJIOBOW TIPUHAIEKHOCTH OCTaHKOB, aHAIN3 CTPYKTYPHI Y -XpPOMOCOMBI C TTIOMOIIBIO
aHanM3a aeNbHbIX npoduieit STR-MapkepoB 1 cTaTyca PUIIOTEHETHYECKH 3HAUUMBIX
OHII Y-xpomocombl. PaboTHl BBITIOJIHEHBI Ha 6a3e CIeNUaIu3UpOBaHHOW HHpa-
CTPYKTYPHI JUISI TaJIeOT€HETHIECKIX UCCIIEZIOBAHNI B MEXKUHCTUTYTCKOM J1abopaTopuu
MOJIEKYJISIpHOH maneoreneTnku u naneoreHomuku UIul" CO PAH. B poniecce paboTsr
coOMoJanuch Bce HEOOXOOUMble TPeOOBAaHUS IO NPEAOTBPAILCHHUIO BIUSHUS
KOHTaMUHAIIUH U BEpUPHUKAIINH MTOTyYCHHBIX PE3yIbTaTOB.
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Pesynomameur:

e [lomyuensl cepur 00pa3LOB AJS MPENCABPOMATCKOIO M CaBPOMAaTCKOTO BPEMEHH
Hwmxuero I[oomkss (N=16).

e lccrnenoBaHa penpe3eHTaTHBHAs BBIOOpKa capMaTCKMX MarepuaioB Hiknero
IToBoyXBs1, OTHOCAIIMXCS K Pa3HBIM 3TanaM KyJIbTyphl (panHecapmaTckomy (IV B.
no H.O. — | B. g0 H.3.), cpennecapmatckomy (I — mepBast monoBuna Il B. H.3.),
no3aHecapMarckoMy (Bropas monoBuHa [I-IV B. H.3.)) 0O0Imel 4YHUCIEHHOCTHIO
6omnee 100 0Opa3roB (MHIUBUIOR).

e Ilomyuensl pe3ynpTaThl 10 pazHooOpaszmio BapuanTo MT/JHK panHecapmarckoro
Hacenenus [Ipuypanbst (N=15).

e llomyuensl mepBble JaHHBIE 1O pa3HooOpasmio  BapmantoB  MT/JHK
pasHoBpeMeHHbIX rpynn Hacenenus: Huwkuero [ToBomkbst amoxu OpoH3BI (AMHas,
KaTakoMOHas, CpyOHast KyJIbTypHI).

e llomyuens! mpenBapuTeIbHBIE JaHHBIE MO MY)XCKOMY reHOo(oHIy (pazHooOpasne
BapHUaHTOB Y-XPOMOCOMBI) BCEX MEPEUUCICHHBIX TPYIII APEBHETO HACEICHHUS.

Buigoowr:

e DBUIO YCTaHOBIEHO, 4YTO capMaTbl HE JEMOHCTPUPYIOT MPEEMCTBEHHOCTH
OTHOCHUTENIFHO CPYOHOHM KynmbTyphl, oOuTaBmeld B Hikaem [loBomkbe B 3moxy
nmo3aHer OpoH3kl, cornacHo aaHHbIM 1m0 MTIHK u Y-xpomocomsl. [lomyduenHbie
JaHHBIC CBUACTCILCTBYIOT O BBICOKOM pOJIn MUTPAHTOB B IMMPOUCXOXKIACHUN
capmatckoro HaceneHust Huxxuero [ToBoikbs.

e Marepuanst u3 Ilpuypanbs [OEMOHCTPUPYIOT NPU3HAKM  HHTEHCHBHOTO
MUTPALMOHHOTO TIPUTOKA B JAHHBIH PErHOH HaceJieHust U3 0oJjiee BOCTOYHBIX
paiioHOB ctemHoro mosica EBpasuu, Bkirtouast r0>kHbIe paiioHsl CHOUpH.

Qunancuposanue. Viccnenopanue NOJJIEPKaHO 3a CUET CPEACTB OIOKETHOIO MPOEKTa
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Motivation and Aim: The Sarmatians were a confederation of warlike nomadic tribes that
inhabited the western part of the Eurasian steppe from the Danube basin in the west to
the Ural Mountains in the east since the 4th century BC to the 4th century AD. According
to ancient written sources, modern scholars have an idea of the key role of the Sarmatians
in various ethno-cultural and political events in the western part of the Eurasian steppes.
In addition to ancient literature, the important role of the Sarmatians is also confirmed
by archaeological studies of numerous monuments of the Sarmatian culture. During the
long (more than a hundred years) history of the study of the Sarmatian population studied
by archeology and anthropology, it was possible to develop a periodisation of their
culture and to characterise the Sarmatians in terms of physical anthropology. However,
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despite the high degree of study, the questions of their origin and connection with the
population of other regions of Eurasia are still unresolved. One of the most effective
approaches for the objective reconstruction of the history of the Sarmatian population is
the palaeogenetic study of remains belonging to the different stages of the Sarmatian
culture. Obtaining data about the genetic composition of Sarmatian populations, its
formation and dynamics allows a more detailed reconstruction of the history of these
populations, which played a high role in political and ethno-cultural processes in the
western Eurasian steppe.

The aim of this work is to study the genetic structure of the Sauromatian-Sarmatian
population of the Lower Volga region and the Ural region following the data of
mitochondrial DNA and Y-chromosome variability and to reconstruct the mechanisms
of gene pool formation of the Sarmatian populations in the context of historical and
ethnocultural processes that took place in these regions.

Methods and Algorithms: Extraction of ancient DNA from representative series of
paleoanthropological samples; nucleotide sequence analysis of the hypervariable
segment | and phylogenetically significant positions in the mtDNA coding part,
phylogenetic and phylogeographic analysis, sex determination of the remains, Y-
chromosome structure analysis via analysis of STR marker allele profiles and status of
phylogenetically significant Y-chromosome SNPs. The work was performed on the
specialised infrastructure for palaeogenetic studies in the interinstitutional laboratory of
molecular palaesogenetics and palaeogenomics of ICG SB RAS. In the process of work
fulfilment, all necessary requirements to prevent the influence of contamination and
verification of the obtained results were maintained.

Results:

e A series of specimens for the Pre-Sauromatian and Sauromatian periods of the
Lower Volga region were obtained (N=16).

e A representative sample of Sarmatian materials from the Lower Volga region
belonging to different stages of culture (Early Sarmatian (IV century BC — | century
BC), Middle Sarmatian (I —first half of 1l century AD), Late Sarmatian (second half
of II-1V century AD)) was studied, totalling more than 100 specimens (individuals).

e The results on the diversity of mtDNA variants of the Early Sarmatian population
of the Ural region (N=15) were obtained.

e The first data on the mtDNA variant diversity of different groups in the Lower
Volga region population of the Bronze Age (Yamnaya, Catacomb, and Shrubnaya
cultures) were obtained.

e Preliminary data on the male gene pool (Y-chromosome variant diversity) of all
mentioned ancient population groups were obtained.

Conclusion:

e It was found that the Sarmatians do not display continuity with respect to the
Srubnaya culture that inhabited the Lower Volga region in the Late Bronze Age,
according to mtDNA and Y-chromosome data. The obtained data indicate a high
role of migrants in the origin of the Sarmatian population of the Lower Volga
region.

e The Ural materials indicate evidence of intensive migration influx to this region
from further eastern parts of the Eurasian steppe, including the southern parts of
Siberia.

Funding: The study is supported from the budget project of ICG SB RAS No. FWNR-
2022-0011.
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