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Momusayus u yenv: B IOXKHBIX WM UEHTpaJbHBIX paiioHax 3amagHoir CuOupu Ha
MPOTSKEHUH HECKOJBKUX IOCIEAHUX THICSYEIeTUH MPOTEeKald 3THOT€HETHYECKHEe U
KYJIETYPOI€HETHYECKHE IPOLECChl, KOHEYHBIM PE3YJbTATOM KOTOPBIX  CTajo
(dbopMupoBaHHE Pa3sHOOOPA3HBIX TPYII KOPEHHOI'O HACEJICHUS DPErHoHa, BKIIOYAs
MpeJICTaBUTENel COBPEMEHHBIX TIOPKOS3BIYHBIX, YTOPCKUX U CaMOJUNCKUX HapOJIOB.
HaunOonee  mepcrneKTHBHBIM  HANpPABICHHEM  HCCIEAOBaHMS  MOIYJISLIMOHHO-
TCHETHUYECKHX aCIEKTOB JTHX HPOLECCOB SBISCTCA INPOBEACHUE OMAXPOHHOTO
WCCIIEIOBAHNS  pPA3HOBPEMEHHBIX JPEBHUX MOMYJSAIUA  peruoHa  MeToJaMH
nayeoreHeTHKH. K HacTosmemMy BpeMeHH HaKOIUICH 3HAYUTEIbHBIH 00beM NaHHBIX O
TCHETHYECKON CTPYKTYype MOIMYJISLHUI peruoHa 3110XH HEOJINTa, OPOH30BOIO U PAaHHETO
xene3zHoro Beka. OfHAKO cpeqHEeBEKOBbIe MOMyisinui 3amagHoii CuOupu ocTaroTcst
MPAKTHUYECKH TOJHOCTHIO HEHCCIIEJOBAHHBIMM METOJAaMU MNaJ€OTeHETHKH, XOTI HX
aHaMU3 MMEET BaKHEHIIee 3HAYCHUE JUIA PEKOHCTPYKLHMH 3aBEPLIAIOLINX 3TaroB
(opMHPOBaHMsSI T€HETUYECKOW CTPYKTYphl KOPEHHOTO HaceleHus pervosa. llemnbro
Hameil paboThl SIBISETCS PEKOHCTPYKLUS MOMYJISIIMOHHO-TEHETHYECKHX acIleKTOB
STHOTE€HETUYECKUX MpoleccoB B 3anagHoid CHOMPH ¢ MOMOLIBIO MAIEOTeHETHUECKOTO
WCCIICIOBAHMS TMAXPOHHOM MOJENH, BKIIOYAIOIIEH peNnpe3eHTaTHBHBIE CEpHUU
00pa3moB OT BCEX OCHOBHBIX TPYII CPEIHEBEKOBOTO HACENICHHS IOXKHBIX PaliOHOB
3anagnoit Cubupn (a Taxke BHIOOPKU U3 MOMYJISIHI HOBOTO BpeMeHH) ¢ POKycoM Ha
aHanm3 pazHoobpasus mutoxoHapuansHoi JJHK u Y-xpomocomsr.

Memoowt u ancopummul. B pamkax JaHHOTO HCCIIeI0BaHMs C(HOPMUPOBAHA JHAXPOHHAS
BbIOOpKa 00mIei uucieHHocThI0 Oosee 1000 maneoaHTPONOIOrHUECKUX 00pa3IoB
(uauBHIOB). B cocTaB BEIOOpKHM BomuiM Marepuansl u3 Oonee 100 apxeomornueckux
NaMITHUKOB (MOTHJIBHHKOB) ¢ Teppuropuu bapabunckoil necocrenu, Bepxnero u
Cpenunero [IproObs, KOTOpbIE XPOHOJOTHYECKH OXBATHIBAIOT TOCIEAHUE TMOITOPHI
THICSIUM JIET, BKIIIOYAsl MEPHOIBI PAHHETO, Pa3BUTOTO M TO3HETO CPEAHEBEKOBbA, a
Takxe HoBoe Bpemsl. J{ist 3Toii BeIOOpkH ObuM mony4ensl oopasier JJHK, onenena ee
COXPaHHOCTb M IPOBE/ICH aHAIN3 CTPYKTYPHI BapHaHTOB MuToXoHApraisHoi JJHK (mms
Bcex 00pasioB ¢ yaoBieTBopuTenbHO coxpanHocTbio JIHK) n Y-xpomocomsr (mist
WHIMBUIOB MYXKCKOrO TMojla c BbicOkod coxpanHocteio JIHK B ocrankax).
PazHOBpeMeHHBIE  MOMYJISIUMM  CPaBHUBAJIM  MEXIy COOOH, a Takke ¢
MPEIIIECTBYIOIIMMH TOMyJISAIUAMH PETHOHA W COBPEMEHHBIMH TPYMIIaMy IS
BBISIBICHHSA  JMHAMUKA TEHETHYECKOTO COCTaBa  HACEJIIEHHUS BO  BpPEMEHM.
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[TaneoreneTnuecKue pe3yabTaThl CONOCTABISUIN C JAHHBIMU apXEOJIOTUH U (PU3NUIECKOH
AHTPOIIONIOTHH ISl TIOJMYYEHHUs] KOMIUIEKCHOM PEKOHCTPYKUIMH 3THOTEHETHUYECKUX
MPOIIECCOB, TPOTEKABIIMX Ha TeppUTOpUH 3amagHoi Cubupu Ha TNPOTHKCHUH
mocneaanx 1500 ner.

Peszynomamur: TlomydeHsl naHHble 00 OCOOCGHHOCTAX TE€HETHYECKOro cocTaBa (Ha
ypoBHE pa3HOOOpasusi BapmaHToB MuToxoHApuampHOi JIHK u Y-xpomocomsr)
noryJsnui, HacesBinx bapabunckyto necocremns, Bepxuaee u Cpennee [IproObe Ha
MPOTSHKEHUH PaHHETO, pa3BUTOTO M MO3/IHET0 CPEIHEBEKOBDS, a TAKXKE B HOBOE BPEMSL.
JuaxpoHHBI aHaTU3 TO3BOJMI OIpPENeTUTh KOMIIOHEHTHl TeHO(oHIa, KOTOpbIE
MapKUpPYIOT TEHETHYECKyI0 IPEEMCTBEHHOCTh Pa3HOBPEMEHHBIX CPEIHEBEKOBBIX
MOMyJSIIUKA MEXIy cOOOW M ¢ MPEALISCTBYIONMMHU IPYyNaMH HacelleHHs peruoHa, a
TAaKXKE BBIIBUTH T'CHETHYECKHE KOMIIOHEHTBI, KOTOpBIE MAapKUPYIOT H3MEHEHHS
TeHETUYECKOTO COCTaBa HACEIEHHS B pe3yNbTaTeé MHUTPAIMOHHBIX TIPOIECCOB U
STHOKYJIBTYPHOTO  B3aUMOJEHCTBHSL. IIpenBapurensHO  WACHTU(DUITUPOBAHBI
KOMITOHEHTBI, MapKUPYIOIIHE paHHUE dTambl TIOPKU3AIHUA pPaHHECPETHEBEKOBOTO
HaceJleHHs1 JiecocTemHo 30HBI 3amagHod Cubupu. Ompenenena crenudurka
MPEUMYIIECTBEHHO TIOPKOSI3BIYHBIX, YTOPCKHUX W CaMOJUICKUX (IO JaHHBIM
apX€O0JIOTuH) MOMYJISIUH, a TAK)KE TPYIII CMEIIAHHOTO MPOUCX0xaeHHs. OnpeneaeHb
HalrpaBJICHUA U reorpa(bnquKaﬂ JIOKaJIn3anusa 30H OCHOBHBLIX MEKIIONMYJIAIHMOHHBIX
KOHTaKTOB B Pa3lIUYHbIC MEPHOABI CpeaHEBEKOBhs. ChopMUpOBaH OOMIMPHBINA OaHK
JIAHHBIX, BKIIOYAIOMIMNA TOJMPOOHBIE apXEOJOTHMYECKHE, aHTPOIMOJOTHICSCKHE U
MAJICOTCHETUUECKUE ~ XapaKTepUCTUKXA  MaTepuaioB, BKIIOYCHHBIX B  COCTaB
HCCIeAYyEMON TUaxXpPOHHON MOJIEIH.

Bu16o0wi: Ha ipoTspkeHUN Pa3InIHBIX ITAIIOB CPETHEBEKOBBSI HA TEPPUTOPUH FOKHBIX
paiionoB 3anaaHoit CHOUPH MPOUCXOAUT UHTCHCUBHOE B3aUMO/ICHCTBHE KYJIBTYPHO- U
TFCHECTUYCCKN KOHTPACTHBIX TPYIIIl HACCJICHHA. OI[HI/IM U3 OCHOBHBIX HaHpaBHCHI/Iﬁ
TeHETUYECKNX IIOTOKOB B PETHOHE B JTOM IMEpHOA OBLIO B3aUMOJEHCTBHE I1O
HaTpaBJICHUIO ceBep—or (M B oOpaTHOM HampasiieHuH). Hambosjee MHTEHCHBHO 3TO
B3aMMOJieiicTBUe HaOmoaaercss Ha Tepputopun Bepxuero IIpnoObs, kotopoe
BEITIOHSIET POJIb «apTEPHI» JIJIi MUTPAIIMOHHBIX TIOTOKOB B pernoHe. ViIMeHHO 37ech
MPOUCXOANT HAWOOIbIIEee MePEMEIINBAHNE TeHETHYECKNX KOMIIOHEHTOB Pa3lIMdHOTO
npoucxoxeHns. Haie nccnepoBanre 3aBepiiaeT mpoiecc GopMUpOBaHHs OOIINPHOM
JIMAXPOHHOW TaJeOreHeTUIeCKONH MOJIeNld, KOTOpas OXBaThIBa€T BCE OCHOBHBIE
MOTTYJISAIIAY I0XKHBIX paiioHoB 3anamHoi Cubupu 3a mocnemaaue ~ 10 Thicsd JieT.
Qunancuposanue. VccrienoBaHWe BBINONHEHO TMpH  (UHAHCOBOW  TOMAJIEPKKE
Poccuiickoro Hay4uHoro ¢onja, npoekt Ne 23-18-00834.
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Motivation and Aim: As a result of ethnogenetic and culturogenetic processes. which
took place in the southern and central regions of Western Siberia during the past few
millennia, various groups of the regional indigenous population have formed, including
representatives of modern Turkic-speaking, Ugric and Samoyed peoples. The most
promising direction of studying the population-genetic aspects of these processes is to
conduct a diachronic study of regional ancient populations by paleogenetic methods. A
significant amount of data on the genetic structure of the Neolithic, Bronze and Early
Iron Age populations from Western Siberia was accumulated. However, the medieval
populations of Western Siberia remain almost completely unstudied by paleogenetic
methods, although their analysis is of crucial importance for reconstructing the final
stages of the genetic structure formation for indigenous populations of the region. The
aim of our work is to reconstruct the population-genetic aspects of ethnogenetic
processes in Western Siberia using a paleogenetic study of a diachronic model that
includes representative series of samples from all major groups of the medieval West
Siberian populations with a focus on analyzing the variability of mitochondrial DNA
and Y-chromosome.

Methods and Algorithms: Within the framework of this study, a diachronic sample of
more than 1,000 paleoanthropological samples (individuals) was formed. The sample
includes materials from more than 100 archaeological sites (burial grounds) from the
territory of the Baraba forest-steppe, Upper and Middle Ob region, which
chronologically cover the last fifteen hundred years, including Middle Ages, as well as
modern times. For these samples we obtained a total DNA extracts, analyzed the DNA
preservation level and obtained data on the structure of mitochondrial DNA lineages (for
all samples with sufficient DNA preservation) and the Y-chromosome (for male
individuals with high DNA preservation in the remains). The populations of different
medieval periods were compared with each other, as well as with the previous
populations of the region and modern groups to identify the chronological dynamics of
the genetic composition. The paleogenetic results were compared with data from
archaeology and physical anthropology to obtain a comprehensive reconstruction of the
ethnogenetic processes that took place in Western Siberia over the past 1,500 years.
Results: Data on the features of the genetic composition (at the level of diversity of
mitochondrial DNA and Y-chromosome variants) of populations from the Baraba forest-
steppe, Upper and Middle Ob region dated by the different parts of the Middle Ages, as
well as by modern times, have been obtained. Diachronic analysis made it possible to
identify the components of the gene pool that mark the genetic succession of different
medieval populations, as well as with previous regional groups, as well as to identify
genetic components that mark changes in the genetic composition of the population as a
result of migration processes and ethnocultural interaction. The components marking the
early stages of Turkification of the early medieval population of the West Siberian forest-
steppe zone have been preliminarily identified. The specifics of predominantly Turkic-
speaking, Ugric and Samoyed (according to archaeological data) populations, as well as
groups of mixed origin, were determined. The directions and geographical localization
of main zones of interpopulation contacts in different Middle Ages periods were
determined. An extensive data bank has been formed, including detailed archaeological,
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anthropological and paleogenetic characteristics of the materials included in the
diachronic model under study.

Conclusion: During different stages of the Middle Ages, intensive interaction of
culturally and genetically contrasting population groups took place in the southern
regions of Western Siberia. One of the main directions of genetic flows in the region in
this period was the interaction in the north-south direction (and in the opposite direction).
This interaction is most intensively observed in the territory of the Upper Ob region,
which acts as an “artery” for migration flows in the region. The most intensive
interaction of genetic components of various origins takes place in this territory. Our
study completes the process of forming an representative diachronic paleogenetic model
that covers all the main populations of the southern regions of Western Siberia over the
past ~ 10 thousand years.
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