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Allopolyploidization as a driving force of 
chromosome reorganization of Triticum 
species
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Allopolyploidization is one of the basic processes leading to an increase in genetic diversity and contrib-
uting to the domestication of plants. The genus Triticum is the most significant in terms of domesticated al-
lopolyploid species. The study of the structural organization of the chromosomes of соmmon wheat (BBAADD 
genome) and its progenitors was carried out by genetic and physical mapping, genotyping and sequencing of 
individual chromosomes. 

It is shown that the integration of diploid species genomes in one nucleus is accompanied by deletions 
of repeated DNA sequences and chromosome loci, the transfer of mobile elements, translocations, and chro-
mosome inversions.

The main direction in the reorganization of chromosomes A, B and D genomes during evolution and 
breeding were noted. The influence of chromosomal rearrangements on the manifestation of agricultural im-
portant traits is discussed.

This work was done within the framework of State Assigment Kurchatov Genomic Center of ICG SB 
RAS (№ 075-15-2019-1662)
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Take-home message: 
Allopolyploidization of Triticum species is accompanied by deletions of repeated DNA sequences and 

chromosome loci, the transfer of mobile elements, translocations, and chromosome inversions.
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