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Bunorpan — otHa 13 3KOHOMHUYECKH BOKHEHIIINX KYJIBTYpP, KOTOpast 3aHUMAET IIEPBOE MECTO
mo o00BeMy TIPOM3BOJACTBA CpeAW IUIOJAOBBEIX W SATOMHBIX M CEIbMOE CPEOu  BCEX
CEIIbCKOXO3SICTBEHHBIX KYIBTYP B MHUpPE. 3a MOCICIHIE TOABI B 00JIACTH MOJIEKYJIAPHOU CETEKITUU
MIPOU3OIILTH 3HAYNTEIBHEIEC TEPEMEHBI: TeHETHUECKast MOAM(UKAIIUS PACTCHUH CTalla MPAKTUIECKOU
TEXHOJIOTHEH, a OWOWHKEHEpHBIE COpTa pacTeHHH 3aHMMAlOT ceifuac Oomee 170 muH Ta
CENIbCKOXO3SIMCTBEHHBIX 3eMelNb. [Ipu 3TOM CTONB BakHAas KyJbTypa JUIsi MUPOBOTO CEIbCKOTO
XO34HCTBA KaK BUHOTPAJ OKa3anach NMPaKTUYECKH HE3aTPOHYTOH COBPEMEHHBIMH TEHACHIMSMU K
TeHOMHBIM MOJU(UKanusaM. PereHepanus OTAeNbHBIX PACTEHHN M3 OTIEIBHBIX KIIETOK SIBISETCS
KpaeyroJlbHbIM KaMHEM CTa0WJIBbHOW TeHeTHYeCKOoW MoaudukKanuyd. Y BHHOTpana HaleKHBIM
METOJIOM JIOCTFDKEHUS ATOTO SIBJIIETCS WHIYKIMSI COMAaTHYeCKOro sMOpuoreHe3a. OqHAKO B BUIY
BBICOKOTO TE€HETHYECKOTO pPa3HO0Opasus (U3NOJOTHIECCKUE ACTEKThI WHAYKIIHA COMATHYECKOTO
AMOpHOTeHe3a Y pa3HbIX COPTOB BUHOTPA/Ia CYIIECTBEHHO pa3imdarorcs. Jlo cux mop Oobiias 9acth
pabot mo reHeTndeckoi Monudukammu wiu penakrupoanuto renoma CRISPR/Cas9 Bemonasercs
Ha BHHOTPAJE MOJEIBHOTO cToJoBOro copra Tommncon Cumnecc, a HEMHOTOYUCIICHHBIE paOOTHI IO
TeXHHYECKOMY BUHOTrpany Ha copTe Lllapmone. He cMOTps Ha mecsATHUIIETHS TPYAOB YUCHBIX BCETO
MHUpa, JO0 CHX I[Op HET YHHBEPCAJIBHOTO TIPOTOKOJA WM CTA0MIBHO BOCIPOU3BOIUMBIX
WH/IMBUIYAIBHBIX TPOTOKOJIOB SMOpPHOTeHe3a JaXKe I AeCATKAa OCHOBHBIX KOMMEPUYECKUX COPTOB
BUHOTrpaaa. Hamra uccnenoBarenbekas rpynmna A00MUIach CYIIECTBEHHOTO yCIieXa B COMaTHYECKOM
sMOpHoreHe3e U OHOMH)KEHEPHH psAJa KOMMEPUYECKHX COPTOB BHHOTPala, UMEIOIINX 3HAYCHHE B
MHPOBOH BHHOJEIHYCCKON MPOMBINUICHHOCTH. ONUCaHHAs CHCTEMa TeHETUYeCKOH MOIU(HUKAINN
MTOIXOTUT JUTS IPUMEHEHHS K IPYTUM copTaM V. vinifera u ciocoOHA CTaTh €CITH HEe YHUBEPCATHLHOM,
TO 0a30BO#1 711 MOAM(HUKAIIINH ITUPOKOTO CIIEKTPa COPTOB BUHOTPAIA.
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Grapes are one of the economically most important crops, which ranks first in the world in
terms of production among fruit and berry crops and seventh among all agricultural crops. Significant
changes have taken place in the field of molecular breeding in recent years: genetic plants
modification has become a practical technology, and transgenic plant cultivars now occupy more than
170 million hectares of agricultural land. At the same time, such an important crop for world
agriculture as grapes turned out to be practically unaffected by modern trends in genomic
modifications. The regeneration of individual transgenic plants from single transformed cells is a
requisite for stable genetic transformation. In grapevine, a reliable method to accomplish this is
through the induction of somatic embryogenesis. However, due to the high genetic diversity, the
physiological aspects of the induction of somatic embryogenesis in different grape varieties can vary
significantly. To date, most work on genetic transformation or CRISPR/Cas9 genome editing is based
on a reliable and simple protocol for the regeneration of Thompson Seedless grape variety. With
regard to vine grape varieties, most publications report about of transformation of the Chardonnay
cultivar. Despite decades of work by scientists around the world, there is still no universal protocol
or stably reproducible individual embryogenesis protocols even for the main commercial grape
varieties. Our research team has made significant progress in the somatic embryogenesis and
bioengineering of a number of commercial grape varieties of importance to the global wine industry.
The described transformation system appears to be suitable for application to other V. vinifera
cultivars.
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