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In this thesis the molecular analysis of substitution chromosome 4 and 6 in BC1F1 and 

BC2F1 generation hybrids is briefly described. 

In Uzbekistan, under leadership of Dr. M.F. Sanamyan monosomic lines were created 

on the basis of L-458 line (2n = 52) based on to G. hirsutum L. type of cotton. The 

monosomic lines were crossed with the line Pima 3-79 of the G. barbadense L., and the 

F1 generation was obtained. Monosomic hybrids were isolated as a result of cytogenetic 

analysis of F1 hybrids. Molecular analysis using SSR markers was performed to 

determine which chromosome of G. barbadense was substitution into F1 hybrids in the 

resulting generation. 

The backcross offspring were obtained by crossing F1 monosomic hybrids with 

respective monosomic line. Among the backcross hybrids, monosomic plants were 

isolated as a result of cytogenetic analysis. DNA was isolated from isolated monosomic 

plants by CTAB (cetyltrimethylammonium bromide) method, and PCR was performed 

using SSR markers specific to chromosomes 4 and 6. 

Results showed that the substitution chromosome 4 in BC1F1 (Mo60x(F1Mo60xPima 3-

79)) and BC2F1 (Mo60x(BC1F1Mo60xPima 3-79)) and BC1F1 (Mo75x(F1Mo75xPima 3-

79)) and BC2F1 (Mo75x(BC1F1Mo75xPima 3-79)) were confirmed by five SSR markers 

such as BNL2572, Gh107, TMB0809, CIR249, JESPR234. 

In addition, the substitution of chromosome 6 were confirmed in BC1F1 

(Mo34xF1Mo34xPima 3-79), BC1F1 (Mo92xF1Mo92xPima 3-79) and BC2F1 

(Mo92xBC1F1Mo92xPima 3-79) using 11 SSR markers: BNL1440, BNL3650, 

BNL2884, BNL1064, BNL3359, TMB1277, TMB0154, TMB0853, TMB1538, Gh039, 

Gh082. 

  


