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In the conditions of the Middle Volga common bunt is caused by two closely related
fungi, Tilletia caries (D.C.) Tul. & C. Tul. and T. laevis J.G. Kiihn. Common bunt is
considered a non-essential disease in conventional agriculture, since the spores of the
fungus are well suppressed by chemical fungicides during pre-sowing etching. However,
when conducting low-input and organic farming, grain producers can face significant
losses from this disease. The local population structure of this pathogen is changing.
Widely cultivated in the Middle Volga region varieties: Simbirzit, Zlata, Margarita,
Ekada 70, Ekada 66, Ekada 109 had a high resistance to common bunt, but by now their
resistance is greatly reduced. The favorable infectious background for studying the
degree of damage to common bunt in the field largely depends on the favorable
temperatures for the germination of bunt spores. Such conditions were observed in 2018
and 2020. Against an infectious background, with artificial inoculation of seeds with
common bunt spores circulating on common wheat in the middle Volga region of Russia
(on average for 2018, 2020), only 3.3% of widely distributed varieties and promising
lines can be characterized as having high resistance to common bunt. These samples had
less than 6% of the plants with signs of the disease. The absence of signs of the disease
was noted only in the variety 100-let-TASSR. The study of samples carrying the main
Bt 1-10 genes against such an infectious background shows that the Bt5, Bt8 and Bt10
genes continue to work effectively. In samples carrying the Bt10 gene, there are no signs
of the disease.
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