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Genetic control of gliadin is carried out by six main clusters of genes Gli-1, Gli-2, 

localized in the short arms of chromosomes 1 and 6 of the homeologous groups. The aim 

of the study is identification and comparative analysis of cultivars and lines of spring 

soft wheat of Kazakhstan and Siberian selection based on gliadin electrophoresis in 

acidic aluminum lactate buffer. According to the results of electrophoresis of 

139 samples of the wheat of Siberian and Kazakhstan breeding, the genetic formulas of 

gliadin were compiled. Gliadin polymorphism was established in Russian (37%) and 

Kazakhstan (26%) wheat. The frequency of the Gli-A1f allele in the grain of Kazakhstani 

samples was 47.4%, Russian – 46.9%. At the Gli-B1 locus, the Gli-B1e allele dominated 

in Kazakhstan wheat with a frequency of 72.0%; among the samples of Siberian 

selection, the alleles Gli-B1b (43.7%), Gli-B1e (30.8%) were more common. Locus Gli-

D1 carries the common Gli-D1a allele for both groups: 61.7% in Kazakhstan and 61.0% 

in Russian. At the loci of the 2 homeologous group, the following alleles prevailed in 

Russian wheat: Gli-A2l (17.0%), Gli-A2m (16.9%), Gli-B2o (16.1%), Gli-B2r (14.5%), 

Gli-D2q (19.8%), and Gli-D2a (17.7%). The same alleles dominated in Kazakhstan 

wheat: Gli-A2l (25.3%), Gli-A2s (16.2%), Gli-B2r (25.7%), Gli-D2a (40.3%). The 

genetic diversity index (H) for both groups was 0.45 (Gli-B1, Kazakhstan) and 0.91 (Gli-

B2, Siberia). The highest H value at the Gli-B2 locus is associated with the maximum 

number of identified alleles. Information about the allelic state of gliadin-coding loci in 

wheat contributes to the targeted selection of genotypes with the association of alleles 

associated with valuable traits. 

 

  


