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Guar (Cyamopsis tetragonoloba (L.) Taub.) is an annual legume plant serving as the 

source of guar gum, a polymeric compound containing galactose residues and possessing 

thickening and stabilizing properties useful in food, feed, and industrial applications. 

About 80% of world guar production occurs in India and, since the demand for guar gum 

is ever growing, guar is actively studied for the purpose of its introduction to other 

countries. Plant growth is characterized by sensitivity to the length of daylight hours, 

and guar grows well in the subequatorial zone with short day conditions. However, when 

introduced to regions with longer daylight hours, it has difficulties with entering the 

flowering phase and, as the result, beans do not have time to form and mature. Therefore, 

understanding the mechanism of guar sensitivity to day length is crucial for its adaptation 

to northern latitudes and this study investigates the methylation profile of guar in 

different growing conditions. A vegetation experiment was carried out where the plants 

grew at different lengths of daylight hours. In addition, guar forms a symbiotic 

relationship with nitrogen-fixing bacteria, which also accelerates the growth rate of the 

plant. Thus, some of the plants in the vegetation experiment were inoculated with a 

bacterial strain obtained as a result of an expedition to India. Methylation profile of 

plants was analyzed with nanopore sequencing technology (ONT) and differentially 

methylated loci and regions were found and analyzed. 
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