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Supramolecular chemistry arose as the chemistry of assemblies held together by non-
covalent interactions. Through the concept of molecular recognition of the selective
binding of complementary components that provide the programmed orientation of the
growth and development of self-processes, she came to one of the key concepts — the
concept of molecular information (passive and active), which studies the storage of
information at the molecular level, as well as the reading, transmission and processing
of information on supramolecular level.

Further development of supramolecular chemistry — in the direction of the general
science of matter carrying information — is added, from the field of chemistry, to the
fundamental triad: matter — energy — structure. Supramolecular chemistry is rapidly
expanding the boundaries of chemical science to physical, biological and even
sociological phenomena. Three main concepts become its foundation: fixation (binding),
recognition and coordination.

The aim of the work is to present the interphase total chromatin matrix of the cell nucleus
in the form of supramolecular structures: Np-nucleoplasm, Chr-I-fragile, Chr-Il —
strongly associated with the nuclear matrix-NM and, in fact, the NM itself, on the
interface of which there is a dynamic reorganization of the nuclear supermolecular
proteome in a stress environment from the standpoint of epigenetic developmental
biology.

The object of the study is spring wheat, bred by breeders, after a long period of cold
stress, in winter. The experimental phase of ontogenesis is the initiation of growth
morphogenesis. The entire experimental volume of work was carried out on patents
developed in the laboratory of mathematical and molecular genetics, where the features
of the isolation of cell nuclei, their supramolecular structures and elution from the latter,
supermolecular blocks — non-histone and histone proteins are presented.

An algorithm for the dynamics of proteomic ensembles of supermolecular structures on
the interface of supramolecular chromatin blocks is shown, on which the positioning role
of (H3 + H4) " — arginine-rich histones in stressresistance, in the zone of meristem
geomorphism of the root system of a winter cultivar, in the period of initiation of
coordinated regular growth and formation of stabilization of the integrative
physiological system of the regulating function of the whole organism. The presented
data "from genomics to integrative physiology"” lead to the concept of an epigenetic
polyandrum.
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