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Photosynthesis of the isogenic lines Triticum aestivum L.  
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Motivation and Aim: Currently the searching and mapping of gene loci are widely use in molecular genetics. 
The expression of genes influences on the operation of photosystems and other physiological processes in 
higher plants. The photosyntesis influences good yield of wheat. The soft wheat (Triticum aestivum L.) is 
an important object for these studies. Wheat is known to be occupy the largest cultivated areas among other 
cereals in the world. Analysis of chlorophyll fluorescence parameterswas conducted for the initial and the 
isogenic lines of soft wheat (i:S29Pp-A1pp-D1pp3, i:S29Pp-A1Pp-D1Pp3PF, i:S29Pp-A1Pp-D1pp3P, 
i:S29Pp-A1pp-D1Pp3P, i:S29Pp-A1pp-D1Pp3PF, i:S29Pp-A1Pp-D1pp3PF, i:S29pp-A1pp-D1pp3, 
i:S29Pp-A1Pp-D1Pp3P). We established the relationship between the intensity of the photosystems and 
the genotype. 
Methods and Algorithms: The parameters of chlorophyll fluorescence were measured by PAM- fluorimetr 
JUNIOR-PAM (Walz, Germany) during all stages of ontogeny. The objects of the study included the 
recurrent cultivar of soft wheat - Saratovskaya-29 and its isogenic lines. This isogenic lines were obtained 
from the donor varieties (Purple Feed and Purple). The material for the study and genetic maps was kindly 
provided by The Federal Research Institute of Cytology and Genetics (Novosibirsk, Russia) [2]. 
Results: The isogenic line-iPF2A had high and stable parameters of quantum yield and electron transport 
rates among other objects. The results obtained for S-iPF2A were associated with a marker Xgwm372 [1], 
which was inherited from the donor T. aestivum Purple (Pp3). We associated the genes expression the 
marker Xgwm372 with influence on a fluorescence of chlorophyll and a pigment count at different 
developmental stages (locus Qchc.iiwbr-2A) [1]. 
Conclusion: We got results of data photosyntesis for isogenic lines of soft wheat Saratovskaya-29 using 
method PAM-fluorimetry. The locus gene on chromosome 2A was identified based on the available 
published data. The transformation of this locus may changes the work of photosynthetic apparatus. 
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