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Nothobranchius sp

Differential expression (DE) analysis showed that genes 
associated with chromatin remodeling were the most 
differentially expressed. According to the results, the genes 

CBX1A, CBX7A were up-regulated (counts per million 
(CPM)> 3, false discovery rate (FDR) <0.05) in short-lived 
N. rachovii by 8 times compared with long-lived N. guntheri
and 5 times compared to N. korthausae.

EZH1) 
in N. rachovii (CPM>3, FDR<0.05) when compared to 

N. korthausae N. guntheri. 
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