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In connection with the mass spread of fungal pathogens, the task of breeders to produce 
highly productive and stress-resistant varieties. In our works, introgression lines of wheat, 
carriers of the genetic material of its relatives – T. durum, T. dicoccum, T. dicoccoides, 
Agr. elongatum, Agr. intermedium, T. timopheevii, S. cereale, are involved in hybridiza-
tion to obtain initial material for breeding. Due to the inclusion of alien genetic material, 
the varieties that inhibit the development of leaf pathogens were produced: Omskaya 37, 
Omskaya 38, Omskaya 41, Sigma 2, Pamyaty Maystrenko, Uralosibirskaya. One of the 
direction of our work is the utilization of alloplasmic genotypes (H. vulgare)–T. aestivum 
and DH lines with a fixed combination of resistance genes of different origin. So, hybrid 
form 311/00-22 developed from the crossing of the alloplasmic DH(1)-17 line with line 
Com37 (CIMMYT), the source of the trans location 1RS.1BL, proved to be successful 
for breeding. Lines L-311(1)–L-311(6) showed their advantage in comparison with 
the standard varieties for resistance to leaf and stem rust, yield, and grain quality. The 
breeding tests of alloplasmic lines L-311(5), L-311(4), L-311(6) resulted in varieties 
of spring bread wheat Sigma, Uralosibirskaya 2 and Ishimskaya 11, respectively. Line 
L-311(3) entered the pedigree of the new variety Karavai. These results confirm the fact 
that gene Sr31 remains effective for protection against stem rust in the Omsk, Kurgan, 
Tyumen regions and Bashkortostan. DH lines that combine genes for resistance to 
powdery mildew, leaf and stem rust are studied. New lines are estimated for resistance 
to Ug99 and yellow rust in Kenya (KARI).
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